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Deter mination of dextromethorphan and its metabolite in urine by capillary GC

Wu Yongjiang( Wu YJ) , Ma Mingming( Ma MM) ,Zeng Su( Zeng S) , et al ( Department of Pharmaceutical
Analysis , College of Pharmaceutical Science , Hubin Campus of Zhejiang University , Hangzhou 310031)

ABSTRACT OBJECTIVE: To establish a capillary gas chromatography method for the determination of
dextromethorphan( DM) and its metabolite Dextrorphanol( DT) to study the metabolic polymorphism of CYP2D6 in Chinese .
METHODS :Urine samples were extracted ,and analysed on HP-1 capillary column.Docosane was chosen as the internal
standard(IS) .The detector used was FID.RESULTS :Under the optimal GC conditions ,the retention times of DM,IS and
DT were 8 .5.,9.9 and 11 .2min ,respectively . The assay was linear at the range of 0.1 ~1 .60pg/ ml( DM) and 0.20 ~20.
000pg/ml ( DT) . The absolute recoveries from urine were 95.7 % ~ 104.4 % ( DM) and 93.3% ~ 98.3 % ( DT),
respectively . The RSD of the assay was 2 .54 % for DM and 3 .14 % for DT.CONCLUSION :The results showed that the
GC method developed was simple ,rapid and reliable ,and was suitable for study of the metabolic polymorphism of CYP2D6 .
KEY WORDS dextromethorphan ,gas chromatography
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0.20 0.1984 99 .20 0.40 0.3710 92.76
0.20 0.1842 92.10 96 .7 4.2 0 .40 0.3622 90 .55 93.3 3.3
0.20 0.1978 98 .90 0.40 0.3864 96 .59
0.80 0.7524 94 .05 8.00 7.726 96 .58
0.80 0.7473 93 .41 95.7 3.6 8.00 7 .848 98 .10 98 .3 1.8
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1.60 1.696 106 .0 20 .00 18.95 94 .75
1.60 1.688 105.5 104 .4 2.2 20 .00 19.14 95.70 93 .6 3.0
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DM /ugeml-! DT /pge ml -

1 0.6043 2.848
2 0.4584 1.542
3 0.2817 1.477
4 0.2136 1.029
5 0.1364 2.023
6 0.3955 2.956
7 0.0530 2.860
8 0.1945 0.3189
9 0.1210 0.1284
10 0.2174 4.906
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DM 0.10~1.60pg/ ml .DT 0.20 ~
20 .0pg/ ml s 95.7%
~104.4% 93.3%~98.3%; RSD

25% 3.1 %.
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